

























































































animal health expert whose names have not been released -- will discuss with Chinese officials the scope of a larger
international mission later, according to a WHO statement.

>>

>> But this initial trip offers real hope that the mystery of the virus'

>> origins, which has become a political powder keg and the subject of countless conspiracy theories, will finally be
investigated more thoroughly and transparently. (A similar WHO-led mission to examine how China was handling its
fight against the virus, launched after weeks of diplomatic wrangling, returned in February [2020] with a surprising
wealth of information) [comment 1].

>>

>> "Science must stay open to all possibilities" about the pandemic's origins, Mike Ryan, executive director of WHO's
Health Emergencies Programme, said at a press conference on 7 Jul [2020]. "We need to lay out a series of
investigations that will get the answers that I'm sure the Chinese government, governments around the world, and
ourselves really need in order to manage the risk going forward into the future."

>>

>> Questions range from hunting for animals that might harbor the virus to examining the possibility that it came from a
laboratory. There are plenty of details to investigate, and it could be a long road. Origin riddles for other new infectious
diseases often took years to solve, and the route to answers has involved wrong turns, surprising twists, technological
advances, lawsuits, allegations of cover-ups, and high-level politics. Determining how a pathogen suddenly emerges in
people requires a lot of sleuthing, but past successes offer clues of where to look for new insights, as do the few data
points that now exist for SARS-CoV-2, the virus that causes COVID-19.

>>

>> The initial, tidy origin story told by health officials in Wuhan during the 1st few weeks of January [2020] was that a
cluster of people connected to a seafood market developed an unusual pneumonia, and that the outbreak stopped after
the market was closed and disinfected. But confusion about the origin of the novel coronavirus identified in Wuhan
patients arose when researchers published the 1st epidemiologic studies of the city's outbreak: 4 of the 1st 5 cases
confirmed to have SARS-CoV-2 infections had no link to the market.

>>

>> Soon, other theories emerged. Some believe it's no coincidence that the city is host to the Wuhan Institute of
Virology (WIV), home to leading bat coronavirus researcher Shi Zheng-Li. Her group, one of the 1st to isolate and
sequence SARS-CoV-2, has trapped bats in the wild for 15 years, hunting for coronaviruses to help identify pandemic
threats. In their 1st report about the new virus, the scientists described a bat coronavirus in their collection that was
96.2% similar to SARS-CoV-2 [comment 2].

>>

>> U.S. President Donald Trump early on endorsed speculation that the

>> virus entered humans because of an accident at WIV. A more

>> contentious theory is that the lab created the virus. (Researchers at

>> the lab insist neither scenario has any merit, and evolutionary

>> biologists elsewhere have argued the virus shows no evidence of

>> having been

>> engineered.)

>>

>> The most popular hypothesis is that SARS-CoV-2 spread into humans from an intermediate host, an animal species
susceptible to the virus that acted as a bridge between bats and humans. In the case of severe acute respiratory
syndrome (SARS), civets turned out to play that role for the responsible coronavirus. For Middle East respiratory
syndrome (MERS), also a coronavirus disease, it quickly became clear camels were the culprit because highly similar
viruses were found in the animals and people caring for them.

>>

>> Chinese officials have reported conducting tests for SARS-CoV-2 at

>> the Wuhan seafood market, but what they found remains sketchy.

>> China's state-run news agency, Xinhua, said "environmental samples"

>> tested positive for the virus in a zone of the market that sold

>> wildlife, but the report had no details about the results or even a

>> list of the species for sale. Other studies have discovered
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>> similarities between

>> SARS-CoV-2 and a coronavirus found in pangolins, an endangered species that eats ants, but the pangolin virus is
more divergent genetically from SARS-CoV-2 than the closest bat virus, and there's no evidence pangolins or their scales
-- used in traditional Chinese medicine -- were sold at the market.

>>

>> So, assuming WHO's team and the Chinese government work out a deal for an international mission to study the
pandemic's origins, where would it start? Here are some key questions that need answers.

=2

>> - What, exactly, did the studies of the Wuhan seafood market sample, and what did the researchers find? With SARS,
which emerged in a person in China's Guangdong province in November 2002 -- but was not reported to WHO for 3
months -- extensive sampling of animals at marketplaces in the province found its virus in palm civets by October 2003.
>>

>> - Does more epidemiological data exist about the earliest cases than have been made public so far here and here?
Where had they traveled?

>> Were they in contact with any animals? What interactions did they have with each other? Have antibody tests been
done on any of their contacts? Do stored blood or tissue samples for any of their contacts exist that could show earlier
infections?

>>

>> For SARS, by June 2004, 14 months after the discovery of that virus, researchers had reported detailed
epidemiological analyses of humans and animals: 39% of the earliest cases were food handlers, traders of live animals
were 13 times more likely to have antibodies to the virus, and in that group, 72% handled civets. New interviews with
the earliest COVID-19 cases could reveal surprising links between them.

>> COVID-19 clusters, for example, have occurred among people who were dining and drinking together, gathering at
religious services, and even playing mahjong.

>>

>> - How aggressively have Chinese researchers looked for SARS-CoV-2 in samples collected befaore the 1st known cases
in Wuhan? Have they looked outside of Wuhan? How far back in time have they probed?

>>

>> Hospitals and diagnostic labs sometimes store blood, nasal swabs, and tissue samples from patients, especially if they
die from unexplained illnesses. Just such samples led to the realization that MERS, 1st recognized in Saudi Arabia in June
2012, had killed 2 people in Jordan in April of that year [2012]. Analyses of stored samples from those 2 people and
blood sampling of others who became ill but survived that outbreak confirmed that they all had MERS. Scientists
realized camels were the source of Middle East respiratory syndrome when highly similar viruses were found in the
animals and people caring for them.

>>

>> - Can widespread screens be done of bats and other wild animal species thought to be susceptible to SARS-CoV-2 and
common in China, including primates, deer, and rodents? Animal feces or urine often contain genetic evidence of
viruses. Shi's group at WIV has routinely found coronaviruses in fecal samples and nasal swabs of bats. The sampling of
feces from chimpanzees in sub-Saharan Africa has greatly contributed to understandings of the origins of the HIV-1
epidemic, and the Nipah virus, which surfaced in Malaysian pig farmers in 1998, was found in flying bats 2 years later by
sampling their urine and fruit that they had partially eaten.

>>

>> - Can widespread screening of susceptible domesticated animals

>> provide clues to COVID-19's origin? AIDS researchers discovered that

>> pet monkeys harbored a simian immunodeficiency virus that is closely

>> linked to HIV-2, a less common variant that also infects people.

>> Shi's group did a study of domesticated and feral cats in Wuhan and

>> found

>> SARS-CoV-2 antibodies in 15% of the 141 samples tested. No antibodies were found in samples taken before the
Wuhan outbreak surfaced, but do veterinarians possibly have additional stored samples? Can more feral cats be tested?
Cats, notably, have a thing for seafood, and the Wuhan market at least played a role in amplifying early spread.

>>
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>> - Do stored samples from farmed animals exist? The genetic signature of the influenza virus that caused a pandemic
in 2009 showed it clearly had a pig origin, but it wasn't until 2016 that researchers reported the likely location of farms
in Mexico that raised the infected pigs. Their study found 58 influenza viruses in respiratory samples stored by a central
lab that diagnosed sick pigs. In all, the samples came from 22 farms in 6 Mexican states taken between 2010 and 2014.
Phylogenetic analyses allowed the researchers to work backward from the genetic sequences of the viruses they found
and pinpoint 2 states that likely were the origin of the pandemic. The data further suggest the virus initially came to
Mexico from pigs imported from Europe.

>>

>> - Can widespread screening take place of people in China who might come in contact with bats or other wildlife that
harbor SARS-CoV-2?

>> Peter Daszak of EcoHealth Alliance and Shi -- who had their funding from the National Institutes of Health cut in April
[2020] after pressure from the White House -- published a study last year [2019] of blood taken from nearly 1500 people
in Chinese provinces where bats carry SARS-related coronaviruses. They also interviewed people about their histories of
illnesses and contact with animals. Only 9 people had evidence of being infected with a bat coronavirus, but as they
noted, antibodies quickly wane. The team showed that spillovers from bats to humans occur routinely.

>>

>> - Do government health reports contain any information about possible

>> COVID-19 cases that predate 1 Dec 2019, the 1st confirmed case of

>> SARS-CoV-2 in the scientific literature? The South China Morning Post reported having seen "government data" that a
55-year-old person from Hubei province had COVID-19 on 17 Nov [2019]. The article says 8 other cases of the disease
occurred that month [November 2019]. Wuhan is Hubei's capital, but the government records did not specify where
these people lived, the newspaper noted. It's possible the virus was first isolated from patients in Wuhan but emerged
outside the city.

>> The influenza virus that caused the pandemic in 2009 first was isolated in San Diego, California, not in Mexico, where
it originated.

>>

>> - Are there stored samples from sewage plants in China that can be

>> probed? Studies of stored sewage samples in Italy described in a

>> press release from that country's National Institute of Health

>> suggest

>> SARS-CoV-2 was circulating there in December 2019, even before doctors noticed the 1st case in Wuhan. A study
from Barcelona, Spain, posted on medRxiv and not peer reviewed, claims to have found SARS-CoV-2 in sewage samples
from March 2019. These reports have not been independently confirmed and have been subject to much criticism, but
that does not undermine the potential value of studying archival sewage samples for SARS-CoV-2.

>>

>> - What experiments with bat coronaviruses took place at WIV? This is the mother of all questions for those who
suspect SARS-CoV-2 came out of the facility. Accidental lab releases do happen, and one even triggered a pandemic: An
influenza strain that surfaced in 1977 was linked to strains in Russian labs collected 2 decades earlier.

>>

>> - Is it possible that somebody at WIV became infected with the virus

>> and then passed it on to others outside the lab? It's unknown which

>> bat viruses WIV has in its collection of samples and whether any of

>> them infect humans. And a controversy surrounds the closest bat virus

>> to SARS-CoV-2, which is called RaTG13. As Shi and co-workers

>> reported, they only fully sequenced this virus after SARS-CoV-2

>> surfaced, and they looked through their database for potential

>> relatives. (The group often sequences only one small region of bat

>> coronaviruses genomes that mutates infrequently, so changes indicate

>> distinct viruses.) A great deal of speculation has circled around the

>> naming of the partial

>> sequence: Shi's group earlier had reported a virus named BtCoV/4991

>> that exactly matches RaTG13 in that small region, but are they one

>> and the same? Or could it be, as some assert, that BtCoV/4991 is
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>> thorough, science-based, fully transparent investigation into the

>> origin of the pandemic, in the spirit of One Health and One World. In
>> view of the Dutch experience, China's mink farms should be included
>> in the investigation. Industries of other farmed animal species

>> deserve consideration as well {e.g., rabbits, boars). - Mod.AS

>>

>> HealthMap/ProMED-mail map:

>> China: <http://healthmap.org/promed/p/155>]

>>

>> [See Also:

>> COVID -19 update (308): USA (TX) animal, dog conf.

>> http://promedmail.org/post/20200708.7554832

>> COVID-19 update (299): USA (GA) animal, dog conf

>> http://promedmail.org/post/20200703.7535112

>> COVID-19 update (284): Denmark (ND) animal, farmed mink, spread, dog
>> http://promedmail.org/post/20200624.7506728

>> COVID-19 update (281): Netherlands (NB, LI) farmed mink, spread,
>> animal, global http://promedmail.org/post/20200623.7502849

>> COVID-19 update (280): animal, pangolin, research

>> http://promedmail.org/post/20200623.7502805

>> COVID-19 update (267): animal, domestic, wild, cat, research

>> http://promedmail.org/post/20200617.7480013

>> COVID-19 update (266): Denmark (ND) animal, farmed mink, 1st rep
>> http://promedmail.org/post/20200617.7479510

>> COVID-19 update (251): Netherlands (NB, LI) animal, farmed mink,
>> spread, culling http://promedmail.org/post/20200610.7453845

>> COVID-19 update (248): Netherlands (NB, LI) animal, mink, spread,
>> culling, cat http://promedmail.org/post/20200609.7446478

>> COVID-19 update (238): USA (MN) animal, cat

>> http://promedmail.org/post/20200605.7429133

>> COVID-19 update (236): Netherlands (NB, LI) animal, farmed mink,
>> spread, culling http://promedmail.org/post/20200604.7427849

>> COVID-19 update (231): USA (NY) animal, dog conf.

>> http://promedmail.org/post/20200602.7420541

>> COVID-19 update (230): Netherlands (NB, LI) animal, farmed mink,
>> spread, control http://promedmail.org/post/20200602.7420433

>> COVID-19 update (227): animal, cat, dog, research, experimental

>> infection http://promedmail.org/post/20200601.7416648

>> COVID-19 update (215): Netherlands (NB) animal, mink-to-human,
>> epidem., control http://promedmail.org/post/20200527.7385049

>> COVID-19 update (212): Russia (Moskva) animal, cat, OIE

>> http://promedmail.org/post/20200526.7379578

>> COVID-19 update (209): Netherlands (NB) farmed mink, animal-to-human,
>> cat, epid http://promedmail.org/post/20200525.7375359

>> COVID-19 update (198): Netherlands (NB) farmed mink, animal-to-human
>> infect susp http://promedmail.org/post/20200520.7359976

>> COVID-19 update (189): Netherlands (NB) animal, farmed mink,

>> research, cat, dog http://promedmail.org/post/20200517.7344274
>> COVID-19 update (183): Japan/USA, animal, research, cat, experimental
>> infection http://promedmail.org/post/20200514.7337185

>> COVID-19 update (181): Germany (BY), France (AC), cat, OIE animal
>> case definition http://promedmail.org/post/20200513.7332909

>> COVID-19 update (177): Netherlands (NB) animal, farmed mink, Spain
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>> (CT) cat susp http://promedmail.org/post/20200512.732858

>> COVID-19 update (174): Netherlands (NB) animal, farmed mink, comment
>> http://promedmail.org/post/20200511.7323845

>> COVID-19 update (169): Netherlands (NB) animal, farmed mink, spread,
>> rabbit susp http://promedmail.org/post/20200509.7316646

>> COVID-19 update (154): Netherlands (NB) animal, farmed mink, research
>> http://promedmail.org/post/20200503.7294846

>> COVID-19 update (146): Netherlands (NB) animal, farmed mink,

>> epidemiology http://promedmail.org/post/20200501.7286113

>> COVID-19 update (143): USA (NY) animal, zoo, tiger, lion, tests

>> http://promedmail.org/post/20200430.7284183

>> COVID-19 update (141): India, animal, wild tiger, susp,

>> clarification, RFI http://promedmail.org/post/20200430.7281768

>> COVID-19 update (138): India, animal, wild tiger, fatal

>> http://promedmail.org/post/20200428.7275765

>> COVID-19 update (135): Netherlands (NB) animal, farmed mink

>> http://promedmail.org/post/20200427.7272289

>> COVID-19 update (130): USA (NY) animal, zoo, tiger, lion, new cases
>> http://promedmail.org/post/20200425.7266556

>> COVID-19 update (124): USA (NY) animal, cat, lion, OIE

>> http://promedmail.org/post/20200423.7259119

>> COVID-19 update (123): USA (NY) animal, cat, conf

>> http://promedmail.org/post/20200422.7256272

>> COVID-19 update (113): USA (NY) cat, animal, susp, RFI

>> http://promedmail.org/post/20200418.7240811

>> COVID-19 update (88): Germany, animal, research, pig, chicken, bat,
>> ferret http://promedmail.org/post/20200407.7196506

>> COVID-19 update (85): USA (NY) animal, tiger, OIE

>> http://promedmail.org/post/20200406.7191480

>> COVID-19 update (84): USA animal, tiger

>> http://promedmail.org/post/20200406.7191352

>> COVID-19 update (76): China (HU) animal, cat, owned, stray,

>> seropositive http://promedmail.org/post/20200403.7179946

>> COVID-19 update (75): China (Hong Kong) animal, cat, OIE

>> http://promedmail.org/post/20200403.7179945

>> COVID-19 update (70): China (Hong Kong) animal, cat, pets & stock
>> http://promedmail.org/post/20200402.7173286

>> COVID-19 update (58): Belgium, animal, cat, clinical case, RFI

>> http://promedmail.org/post/20200327.7151215

>> COVID-19 update (56): China (Hong Kong) animal, dog, final serology
>> positive http://promedmail.org/post/20200326.7146438

>> COVID-19 update (50): China (Hong Kong) animal, dog, 2nd case PCR
>> positive, OIE http://promedmail.org/post/20200323.7129951

>> COVID-19 update (45): China (Hong Kong) animal, dog, 2nd case PCR
>> positive http://promedmail.org/post/20200319.7112693

>> COVID-19 update (37): China (Hong Kong) animal, dog, prelim. serology
>> negative http://promedmail.org/post/20200312.7081842

>> COVID-19 update (30): China (Hong Kong) animal, dog, susp, serology
>> pending http://promedmail.org/post/20200306.7057595

>> COVID-18 update (25): China (Hong Kong) animal, dog, susp, OIE

>> http://promedmail.org/post/20200302.7040373

>> COVID-19 update (22): companion animal, dog susp, RFI

>> http://promedmail.org/post/20200229.7036661
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>> COVID-19 update (17): China, animal reservoir, wildlife trade &

>> consumption http://promedmail.org/post/20200225.7024245

>> COVID-19 update (11): animal reservoir, intermediate hosts, pangolin
>> susp http://promedmail.org/post/20200220.7009213

>> COVID-19 update (08): companion animal, RFI

>> http://promedmail.org/post/20200218.7002276

>> COVID-19 update (06): animal reservoir, intermediate hosts

>> http://promedmail.org/post/20200217.6997782

>> Novel coronavirus (40): animal reservoir, pangolin poss intermediate
>> host, RFI http://promedmail.org/post/20200210.6972104

>> Novel coronavirus (28): China (HU) animal reservoir

>> http://promedmail.org/post/20200201.6943858

>> Novel coronavirus (22): reservoir suggested, bats

>> http://promedmail.org/post/20200129.6930718

>> Novel coronavirus (20): China, wildlife trade ban

>> http://promedmail.org/post/20200127.6922060

>> Novel coronavirus (18): China (HU) animal reservoir

>> http://promedmail.org/post/20200125.6915411

>> Novel coronavirus (15): China (HU) wild animal sources

>> http://promedmail.org/post/20200123.6909913

>> Novel coronavirus (03): China (HU) animal reservoir suggested, RFI
>> http://promedmail.org/post/20200114.6887480

>> Novel coronavirus (01): China (HU) WHO, phylogenetic tree

>> http://promedmail.org/post/20200112.6885385

>> Undiagnosed pneumonia - China (HU) (07): official confirmation of
>> novel coronavirus http://promedmail.org/post/20200108.6878869
>> Undiagnosed pneumonia - China (05): (HU) novel coronavirus identified
>> http://promedmail.org/post/20200108.6877694

>> Undiagnosed pneumonia - China (03): (HU) updates, SARS, MERS ruled
>> out, WHO, RFI http://promedmail.org/post/20200105.6872267

>> Undiagnosed pneumonia - China (01): (HU) wildlife sales, market

>> closed, RFI http://promedmail.org/post/20200102.6866757]
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>> ProMED makes every effort to verify the reports that are posted, but the accuracy and completeness of the
information, and of any statements or opinions based thereon, are not guaranteed. The reader assumes all risks in using
information posted or archived by ProMED. ISID and its associated service providers shall not be held responsible for
errors or omissions or held liable for any damages incurred as a result of use or reliance upon posted or archived
material.

> e o e ok e ok ok ok sk o e ok o ol ok ke ok ok ok ok ok e ok e ok o ok okl ok ol o sk ok ook ke ok ok ok ke ok ook ok ok e ok e ok ok ok ok R ko kok

>> Donate to ProMED-mail. Details available at:

>> <https://isid.org/donate/>

s K 3K o ok o ok o o o 3 SR o o o K S o R o K K S K K S o o o o 38K o o o o o o sk ok

>> Visit ProMED's web site at <https://www.promedmail.org>.

>> Send all items for posting to: promed@promedmail.org.

>> Please include your name and email in order for your contribution to be posted.
>> You may subscribe/unsubscribe at

>> <https://isid.org/promedmail-subscribe/>

>> HEHHEH T G R

>> HHHHHHHH AR R S R S R R R B R

[Peter Daszak:] XXXXXX
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From Farrah Kenne<

Sent: Tue 6/23/2020 2:42:02 PM (UTC-04:00)

N -
Subject: 06.23.20 Nursing Homes 230PM.docx
Attachment: 06.23.20 Nursing Homes 230PM.docx

|
Governor’s edits are attached for your review. The smaller text in the beginning

is from your original document. He replaced your paragraph on page 3
beginning with “But, like in all fifty states, there were COVID-positive cases...”

The larger text is what he added.




DRAFT
PRIVILEGED AND CONFIDENTIAL

Factors Correlating with Nursing Home Fatalities in New York State
During the COVID-19 Global Health Crisis

New York State Department of Health
June 22, 2020




Executive Summary
ADD HERE
Background!

Nations all across the globe have been significantly impacted by COVID-19. The
situation rapidly and dramatically altered everyday life—requiring social distancing, closing of
schools and businesses, and restricting access to hospitals and other congregate facilities.

New York State was one of the earliest states affected by COVID-19, in large part, from
inbound travel from Europe.? On March 1, 2020, NYS identified its first case of COVID-19 in
an international traveler. On March 3, 2020, the first COVID-19 case with no travel-related risk
factors was identified in Westchester, NY; contact tracing revealed additional ill contacts.

Congregate settings, like nursing home, are particularly susceptible to infectious diseases
like COVID-19 and many states in the nation had to grapple with this difficult situation. The first
known positive COVID-19 nursing home resident was in Washington State, in Kirkland, who
was transferred to a hospital on February 24, 2020 and later tested positive. In New York, the
first exposure of the virus to nursing home residents followed on March 7, 2020, with the first
known transmission of COVID-19 to a nursing home resident occurring on March 11, 2020,
after a staff member first tested positive for COVID-19.

The New York State Department of Health (NYSDOH) undertook took aggressive steps
to prepare healthcare facilities for COVID-19 in order to prevent control the spread of COVID-
19 in nursing homes. Prior to, and early in the outbreak, NYS issued orders, directives and

guidance to nursing homes on a variety of topics, including, but not limited to, anticipating

"' The New York State Department of Health staff was supported by analysis provided by McKinsey & Company.

2 Introduction and Early Spread of SARS-CoV-2 in New York City, Gonzalez-Reiche, et. Al. Pre-print
https://doi.org/10.1101/2020.04.08.20056929 (Finding majority of 87 samples taken from Mount Sinai Hospital in
March from diverse origins within New York City were genotypes to European variants of SARS-CoV-2.
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personal protective equipment shortages (February 2, 2020), infection control in healthcare
facilities (February 26, 2020) (give an example), specific nursing home infection control and
health & safety guidance (give an example) (March 6, 2020, March 11, 2020, & March 13,
2020), and discharge and admissions guidance (March 25, 2020). In addition, on March 7, 2020,
Governor Cuomo banned visitors from nursing homes in New Rochelle, NY, and visitors were
banned statewide on March 13, 2020—a dramatic step to protect residents. Enhanced infection
prevention measures were directed to be implemented such as symptom and temperature checks
for staff, facemasks for staff, and cancellation of congregate activities (March 13, 2020).
NYSDOH surveyors and epidemiologists conducted thousands of calls, video assessments, and

in-person assessments to support nursing homes and assess deficiencies.

But, like in all 50 states, there were COVID-positive cases in
nursing homes in New York State. Below is an analysis of possible
factors to determine whether they were the cause of increasing the

infection rate or mortality rate in nursing homes.

We analyzed:

[.  New York State’s rate of mortality in nursing homes

compared to the rate of mortality in other states.

II.  The geographic location of the nursing home facility and

community spread in that geographic location.

[II. Staff illness infection rate in the community of the nursing

home’s location as a possible cause of exposure.




IV.

VL

Transmission from residents with COVID-19 who were

admitted or readmitted to the nursing homes.

Nursing home quality of care contributing to COVID-19

resident exposures.

The age of the nursing home residents as a factor for

mortality.




INSERT B Analysis of COVID-19 Nursing Home Fatalities

I. Analysis of the New York State Nursing Home Rate of
Mortality vs. Other State’s Nursing Home Rate of Mortality

Through June 10, 2020, New York State is one of the lowest
rates of nursing home fatalities among states with at least
1000 confirmed statewide fatalities. As of May 24, 2020,
38% of COVID-19 fatalities in New York State were among
nursing home residents. In a rank ordering of COVID-19
related nursing home deaths in states with more than 1000
confirmed statewide fatalities, New York State placed 21 out
of 23 states, meaning that New York State had fewer nursing
home deaths than all but 2 of the states analyzed. See chart

below.

(CHART)

An examination by the New York Times found that New York
State ranked 35th in the nation — meaning 34 states had
greater number of fatalities (even with some states being
ranked only for confirmed fatalities and some being ranked

for confirmed and presumed fatalities) FNS5

(CHART)




II.

III.

The Geographic Location of the Nursing Home Facility and
Community Spread in that Location.

Within New York State there has been significant geographic
variation in overall positive tests within the community
(Figure 1) and nursing home cases and fatalities. Regions
most highly affected be COVID-19 also had the highest
nursing home fatality rates. There is a correlation between
the overall community spread in a geographic location and
the number of nursing home cases in that geographic

location. We explore these issues below.
(Figure 1)

Staff Illness Contributing to Nursing Home Infection
Exposures

New York State had its first case of coronavirus on March 1,
2020. The date of the first known suspected or confirmed
employee illness in nursing homes was March 16, 2020.

This 1s approximately three weeks before the peak of nursing
home residents’ deaths, about April 1, 2020. This was also
before the March 25th CDC provision and state alignment
concerning non-discrimination against a COVID-positive
resident. In March there was a general acceptance by the

national healthcare professionals that asymptomatic people




were not likely to spread the infection. Therefore,
asymptomatic nursing home employees may not have been
detected. In early March the nation’s testing capacity was
still being developed and was not widely available for

nursing home employees.

The peak of nursing home fatalities was at the beginning of
April. Given the incubation period for COVID-19 as a
median time of 4-5 days from exposure to symptoms onset,
and can extend to 14 days, it is likely that employees infected
in mid-March could have appeared in the nursing home for
work, transmitted the virus which then manifested in the
residents approximately 7-14 days later. It should be noted
that once national testing capacity increased the CDC on May
3, 2020 changed its guidance to require people such as
nursing home employees to utilize a test-based strategy and a
10-day isolation period before employees could return to
work in a nursing home. Prior to May 3rd CDC was
recommending that a positive but asymptomatic healthcare
worker could return to work immediately with precautions

such as a mask.

As figure 5 illustrates, nursing home fatalities were

increasing in mid-March. New York State banned family




IV.

and friends’ visitation on March 13, 2020. Given this timing,
and given the COVID incubation period, it is possible that
visitation by family and friends up to March 13th was a
contributing factor. The only other possible factor to explain
the mid-March increase was employee transmission. There
is no data on the infection rate of family and friends.
However, data does show that beginning mid-March the
number of nursing homes with staff testing positive for
COVID-19 more than doubled from 106-257. All of this
activity well pre-dated the March 25th readmission policy for
COVID-positive residents (see point 5.)

Transmission from Residents with COVID-19 Who Were
Admitted or Readmitted to the Nursing Homes

One of the factors that has been suggested to contribute to
nursing home fatalities is the admission or readmission of

COVID-positive residents.

Initially, there is no data to suggest that New Y ork nursing
home fatalities were disproportionate to any other state’s

nursing home fatalities. In fact, data shows the opposite to
be true as New York was 35th by percentage in the number

of nursing home deaths. (see Factor 1.)




Second, New York State followed CDC guidance which
stated that a nursing home should not DISCRIMINATE
against a COVID-positive person. However, neither CDC
guidance nor the state directive mandated that a nursing
home accept a COVID-positive person. In fact, the opposite
is true. By state law a nursing home could not accept a
COVID-positive person unless the nursing home could
provide “proper isolation and protective procedures.”
Therefore, a nursing home could not accept a COVID-
positive person unless they could isolate that person in a way
that did not affect the other residents. The State Department
of Health and Attorney General’s office are doing an
investigation to determine, among other things if nursing

homes violated this law.

Statewide nursing home admission and readmission data
from March 1 through May 8, 2020 show that 9,690 residents
with confirmed or presumed COVID-19 were admitted or re-
admitted from a hospital to a total of 371 unique nursing
homes. This is one total nursing home population of
600,000. The data does not demonstrate a subsequent intra-
facility transmission or increased mortality. For example, as
Figure 4 illustrates, many nursing homes that did not admit

any COVID-positive patients still had a high number of
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COVID related deaths. In fact, 57 nursing homes that had 0
readmissions, had significant COVID-19 fatalities.

Following the timeline, data invalidates a cause and effect
between a March 25th timeline and rate of mortality.
Nursing home resident fatalities peaked on April 7, 2020.
The peak of nursing home admissions or readmissions was

not until April 14, 2020.

As the nursing home death peak occurred 7 days before the
peak of readmissions of COVID-positive residents, it
suggests no causation. Also a directive issued March 25th is
highly unlikely, given the incubation period, to cause death

by April 7, 2020.

Further, admissions and readmissions of residents with
COVID-19 were still increasing when the number of nursing
home deaths was already declining. If the March 25, 2020
guidance was a major causative factor in nursing home
deaths, the peak in deaths should have occurred after the peak

1n admissions, not before.

The data suggests that people readmitted to nursing homes
were most likely not contagious. Per CDC data, COVID-

positive individuals are likely not capable of transmitting the
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virus after 9 days from the onset of the illness. The CDC
stated “the statistically estimated likelihood of recovering
replication competent virus approaches 0 by 10 days.” This
comports with the CDC policies related to return to work and
removal from isolation precautions after a positive COVID
test. Viral shedding after this date, it is widely noted, is
unlikely to transmit the virus. Length of stay data showed
that for nursing home admissions and readmissions average
length of stay for hospital visits were about 8-10 days. This
is beyond the period of viral transmission. According to the
CDC people are most infectious in the pre-symptomatic stage
or 1-4 days after symptom onset. Therefore, patients
admitted or readmitted to nursing homes were likely not

infectious.

An additional complication is that health experts will opine
that keeping a senior citizen in a hospital bed for multiple
days longer than necessary poses a serious risk to the patient
of being subject to a secondary infection such as sepsis or
staph infection. What policy would justify posing a high risk
to the patient.

Nursing Home Quality Contributing to COVID-19 Resident
Exposure
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We analyzed whether nursing homes that had a prior
performance record of lower quality over the past several
years had a higher death rate than nursing homes with a
record of higher quality performance. In fact, the data shows
the opposite is true. Using the Quality rating system
developed by CMS, 5-Star Quality Rating System, nursing
homes with higher CMS quality ratings were found to have

higher mortality rates than those with lower quality ratings.

(See CHART)
From the data, the apparent explanation for this phenomenon
is that the location of the nursing home facility had a greater
causal connection than the performance of the nursing home

facility.

Data shows the predominance of nursing home deaths were
in downstate New York and unrelated to the performance of
the particular nursing home. This supports the theory that
community spread among employees or possibly visitation
by family and friends were relevant factors rather than

readmissions or facility quality.

Age of the Nursing Home Resident as a Factor for Mortality
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Another factor was reviewed on impact of mortality — age of
the resident. As data show, older individuals are more
susceptible to death from COVID-19 infection. The analysis
between resident age and mortality suggests a relationship
between a higher median resident age and an increase in the
mortality rate. This is more pronounced in geographic areas
where there were more nursing homes deaths. Downstate
New York, which had a higher mortality rate, demonstrates
this point. Upstate New York, with few nursing home

residents, has less of a causal connection.
CONCLUSION

Several factors are clear from our analysis and research.
Older people are more susceptible to the risk of mortality by
COVID-19 in congregate settings pose a risk.

New York State has a lower percentage of deaths in nursing
homes than most states, ranking 35th in comparison to other

states.
Data shows a greater risk for older residents.

Data shows nursing home quality is not a factor in mortality

from COVID.

Data shows community spread is the greatest causal factor.
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